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Abstract
Introduction: Organisms are exposed to oxygen deprivation (Hypoxia) in various
physiological and pathological conditions. There are different conserve evolutionary
responses to counterview with this stress that primary transcriptional response to
stress related to hypoxia is interceded by hypoxia-inducible factor (HIF-1) in
mammals. This factor can regulate different genes that have essential roles in
adaptation to this condition. In this review, the role of this factor in physiological and
pathological conditions under hypoxic condition has been evaluated after examining
structural features and regulation characteristics of HIF-1.
Methods: First, articles related to the keywords of hypoxia and HIF-1 (from 19912016) were searched from valid databases such as Springer Link, Google Scholar,
PubMed and Science direct. Then, the articles correlated with hypoxia, HIF-1 and
their roles in physiological and pathological conditions (120 articles) were searched
and just 64 articles were selected for this study.
Result: According to studies, there are different genes in cells and organs that can be
regulated by HIF-1. Activation of genes expression by this protein occurs through its
linkage to cis-acting of 50 base pair hypoxia response element (HRE) region located
in their promotor and enhancer. Depending on circumstances, activation of these
genes can be beneficial or harmful.
Conclusion: Activation of different genes in hypoxia by HIF-1 has different effects
on physiological and pathological conditions. Therefore, HIF-1, as a hypoxiainducible factor in hypoxic conditions, plays an essential role in the adaptation of
cells and organs to changes related to the presence of oxygen.

Introduction

A

erobic organisms need oxygen to produce their
energy. Hence, the reduction in available oxygen leads
to severe and destructive stress in living cells (1).
Hypoxia (available oxygen deficiency) is a critical
condition in physiological and pathological conditions
that occur due to an imbalance between supply and
demand of oxygen and can have a supportive or
pathogenic role (2, 3). When oxygen levels are low, a
number of responses related to the adaptation to these
conditions are activated by the cells to adapt the amount
of oxygen available to the metabolic and bioavailable
needs, such that the cell cycle is ceased temporarily, its
energy consumption is reduced, and angiogenic factors
associated with cell survival are secreted (4). In fact,
hypoxia is one of the factors involved in the onset of the
process of angiogenesis in tissues and cells.
Angiogenesis means the formation of new vessels from
pre-existing vessels involved in various pathological
conditions such as tumor growth and metastasis,
rheumatoid arthritis, as well as in physiological
processes such as organ development, wound healing
and reproduction. It is the most important process of

providing oxygen to hypoxic tissues (5). Regulation and
coordination of all events cited are done by various
cellular pathways, including the Mechanistic target of
rapamycin (mTOR) signaling pathway and factors such
as HIF-1. In addition to the adaptive role of HIF-1 in
response to cellular stress, the important role of this
factor in the physiological and pathological processes
has been revealed in recent studies (6, 7). Therefore, the
present review study examined the role of this factor in
regulating the expression of the genes involved in such
processes after expressing its structural characteristics.
Methods
First, articles related to the keywords of hypoxia
were searched for in valid databases (Science Direct,
PubMed, google scholar, Link Springer, etc.) using the
keywords of Hypoxia and HIF-1. Then articles on
hypoxia and factors involved in adaptation to these
conditions (120 articles), in particular, articles related to
hypoxia and HIF-1 were investigated. In order to select
the documentation used, the obtained titles through
search engines were first examined in terms of subject
relevance, then those that were more complete (64
articles) were selected as the reference.

J Kermanshah Univ Med Sci. 2017; 21(3)

Findings
According to studies, hypoxia has a strong impact on
cell biology and the physiology of mammals by
activating HIF-1 as one of the important factors
involved in this pathway and the effect of this factor on
gene expression in them. Therefore, in order to better
understand the role of HIF-1, first, its structural and
regulatory features were examined.
HIF-1 structure
HIF-1 is a heterodimer protein consisting of HIF-1α
and HIF-1β subunits that become active under hypoxic
conditions and activate the expression of many related
genes in these conditions (8). Both subunits of this
protein belong to the protein family of basic helix-loophelix PER-ARNT-SIM nuclear translocator (bHLHPAS) (9). Depite the constant expression of HIF-1β in
the cell, HIF-1α, which has an effect on erythropoietin,
glucose transporters, glycolytic enzymes and an
epithelium-derived growth factor that plays an important
role in angiogenesis, has a role in adaptive cellular and
systemic responses to hypoxia and is only expressed
under these conditions (10). HIF-1α is a protein with
826 amino acids and its gene, located on chromosome
14 (14q21-q24), consists of 15 exons and 14 introns
(Fig. 1). There are bHLH (amino acids 17-71) and PAS
(amino acids 58-298) domains at the amino acid end of
this protein, which is involved in dimerizing this protein
with HIF-1β and binding to the HRE region (5'-
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RCGTG-3') in DNA. The PAS domain is divided into
two sub-domains of PAS-A (amino acids 58-158) and
PAS-B (amino acids 228-298) (9). There are
transactivation domains (TAD) at the carboxylic end of
this protein consisting N-TAD (amino acids 531-575)
and C-TAD (amino acids 786-826) that are separated
from each other by an inhibitor domain (11, 12).
Additionally, at its amino end (amino acids 17-17) and
in the carboxyl region (amino acids 718-721), there are
nuclear localization signals (NLSs). The NLS motif
plays an important role in the carboxyl region in the
entrance of the protein into the nucleus, while the motif
in the amino region plays a weak role (13). HIF-1α is
highly unstable under normoxic conditions and its
decomposition is controlled by the oxygen-dependent
degradation domain (ODDD) (amino acids 603-401) in
its structure [14]. Variable factors play a role in
regulating the expression and stability of HIF-1α,
including the prolyl hydroxylase domain (PHD) enzyme
which, by hydroxylation of ODDD in the structure of
this factor, leads to its identification by the
ubiquitination complex and ultimately, its degradation
by proteasome (15); glycolytic pyruvate kinase
isoenzyme M2, which is the dominant form of pyruvate
kinase in a tumor, resulting in an increase in the
expression of HIF-1α, and activating in response to its
transcription by this factor (16); and, finally, the runtrelated transcription factors (RUNX), each of which can
have a different effect on the stability of HIF-1α (17).

Figure 1. Gene and protein structure of HIF-1α: The HIF-1 gene located on chromosome 14, consists of 15 exons and 14 introns.
The protein associated with this gene includes different domains of bHLH, PAS, TAD, ID, and ODDD (10).

HIF-1 regulation
Although HIF regulation has primarily been thought
to be subject to the amount and pressure of oxygen,
several studies have now shown that this protein can be
regulated under oxygen-independent conditions.
Oxygen-dependent degradation of the HIF-1α subunit is
mediated by PHDs, Von Hippel-Lindau (VHL), the
ElonginC/ElonginB E3 ubiquitin-ligase complex and the
proteasome, while its oxygen-independent degradation
is mediated by the Receptor for Activated C Kinase 1
(RACK1) protein. RACK1 connection in PAS-A area to
HIF-1α induces the use of ElonginC, ubiquitination, and
ultimately
the
oxygen/PHD/VHL-independent
proteasomal degradation of HIF-1α. However, the
interaction between RACK1 and HIF-1α can be
inhibited by the heat shock protein 90 (HSP90), which
competes with it for binding to HIF-1α. Therefore,

HSP90 inhibition results in instability of HIF-1α and
ultimately its degradation. The activated protein kinase
receptor is, in fact, a protein that has the ability to
interact with HIF-1α, which is competing with HSP90 to
bind to this factor, and it is necessary for the oxygenindependent and HSP90 inhibitor-induced degradation
(18). Another factor involved in oxygen-independent
regulation of HIF-1α is a hypoxia-associated factor
(HAF). This factor, which is a novel E3 ubiquitin ligase,
leads to proteasomal degradation of HIF-1α irrespective
of the amount of oxygen available to the cell. HAF and
HIF-1α interact in vitro and in vivo through binding of
HAF residues 654–800 to HIF-1α residues 296–400.
The HIF-1α residues 296–400 are oxygen-independent
and do not require proline hydroxylation to decompose
this protein (19). Therefore, HAF is capable of
negatively regulating HIF-1α levels under conditions in
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which the pVHL-E3 ligase complex is inactive, like
hypoxia.
HIF-1 target genes
Due to the need of different cells and organs to adapt
to changes in the oxygen tension, there are various genes
in these cells and organs that are regulated by HIF-1.
Today, more than 100 genes with different functions are
identified at the gene downstream associated with HIF-1
(Fig. 2), that activates their expression by binding to the
cis-acting region, has 50 bp HRE located in the
augmentation portion and the promoter of these genes
(20). Here are some of the genes whose expressions are
affected by HIF-1, along with their role in the cell.
The role of HIF-1 in the expression of genes involved
in hematopoietic metabolism/iron
Increasing the production of red blood cells is one of
the ways to respond to hypoxia in the body, with HIF-1
playing an important role in these conditions. According
to studies, HIF-1 regulates the expression of various
genes and thus increases the production of
erythropoietin in the liver and kidneys, increases the
absorption and consumption of iron, and ultimately
increases the reproduction and maturity of erythroid
precursors in the bone marrow. In these conditions, the
number of red blood cells increases by increasing the
expression of the genes involved in Hematopoiesis and
iron metabolism, which also increases the delivery of
oxygen to the tissues (20). Regarding the genes involved
in iron metabolism, the increased expression of
transferrin, which transmits Fe3+ to the cell; expression
of transferrin receptor that binds to transferrin and
causes it to be absorbed by the cell (21); and ultimately
expression of the ceruloplasmin gene which is involved
in the oxidation of ferrous Fe 2+ to ferric Fe3+ by HIF-1
were observed (22). Increased expression of these genes
supports the supply of iron required for erythroid tissues
(23).
The role of HIF-1 in angiogenesis
A large number of genes involved in various stages
of angiogenesis are induced by hypoxia and also by
HIF-1α, among which Vascular endothelial growth
factor (VEGF) is the most powerful endothelial-specific
mitogen that directly engages in angiogenesis by
employing endothelial cells in the region lacking the
vessels with hypoxic conditions and stimulates their
proliferation (24). Therefore, induction of VEGF
expression and other pro-angiogenic factors leads to an
increase in capillary density and, consequently, a
decrease in the oxygen diffusion distance. Additionally,
HIF-1 regulates the expression of genes such as nitric
oxide synthase (NOS) (25), heme oxygenase 1 (26),
endothelin 1 (ET1) (27), and adrenomedullin (ADM)
(28) that are involved in the control of vasoconstriction
tone.
The role of HIF-1 in glucose metabolism
When the amount of oxygen available to cells is very
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lower than their need, cells change their pathway of
glucose metabolism from the oxygen-dependent Krebs
cycle to the glycolysis process, which is independent of
oxygen (29). Although the number of ATP molecules
produced in the glycolysis is very lower than that of the
Krebs cycle (2 vs. 38), hypoxia-qualified cells provide
the ATP they need by increasing the expression of genes
related to the glycolytic enzymes and glucose
transporters and thus increase glucose absorption. Under
hypoxic conditions and increased HIF-1 levels, all
glycolytic enzymes, as well as glucose transporters 1
and 3 (GLUT1, GLUT3), are increased (30). In addition,
metabolic products of glycolysis, including lactate and
pyruvate, under hypoxic conditions, cause accumulation
of HIF-1α and regulation of the expression of hypoxiainducible genes, thereby creating a positive feedback
loop (31).
The role of HIF-1 in cell proliferation and survival
Hypoxia and the increased expression of HIF-1 as
one of its results, lead to the expression of some of the
growth factors whose production and binding to their
receptor activate the signaling pathways involved in cell
survival and proliferation, also increase the expression
of HIF-1α itself. Such factors include insulin-like
growth factor 2 (IGF2) and transforming growth factor
alpha (TGF-α) (32). Cytokines and growth factors in
some types of cells are capable of activating the
Mitogen-activated protein kinases (MAPK) and
Phosphatidylinositol-3
kinase
(PI3K)
signaling
pathways, which in turn contribute to the proliferation
and survival of the cell as well as the HIF-1 function.
The activation of these signaling pathways can lead to
cancer progression by increasing the transcriptional
activity of HIF-1 at the site of target genes including the
genes related to the IGF2 and TGF-α, and thus
activating the autocrine signaling pathways in
pathological cases such as cancer (33).
The role of HIF-1 in programmed cell death
(apoptosis)
The adaptation of the cells to hypoxic conditions not
only plays a role in the survival and proliferation of cells
but in some cases leads to cell death. Studies using
embryonic stem cells have shown that the removal of
HIF-1α gene in hypoxic conditions reduces apoptosis
compared to when its wild type is present in the cell
(34). In addition, with regard to the dual role of hypoxia
in cell survival, the activation of caspase-3 and Apaf-1
mediated by caspase-9, and release of cytochrome c has
been reported in several cell types under these
conditions (35). The association between the expression
of HIF-1α and HIF-1β with apoptosis and pro-apoptotic
agents such as caspase-3, Fas, and Fas ligands has been
proven, too. It has been shown that a number of genes
involved in controlling the cell cycle, such as p53 and
p21 depend on HIF. P53 induces genes involved in
apoptosis such as Bax, NOXA, PUMA, and PERP to
regulate hypoxia-induced apoptosis (36).
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Figure 2. List of target genes of HIF-1α and their role in the cell: α, β HIF1β, HIF-1α, and HRE hypoxia response cis-element (10).

The role of HIF-1 in physiological and pathological
conditions
Hypoxia and the HIF-1 signaling pathway play an
important role in the physiological and pathological
conditions of many human diseases, the most important
of which is their role in the development of the fetus and
in cancer and ischemic diseases. Regarding the growth
of tumors, the role of these two factors has been
demonstrated to increase the amount of oxygen
delivered to the cell through angiogenesis and activation
of glycolysis. Therefore, due to the importance of HIF-1
in activating the necessary genes to advance these
processes, the existence of HIF-1α and HIF-2α for the
development of cancer is not unanticipated.
The role of HIF-1 in embryonic development
The development of the heart in the human embryo
and other mammals depends on hypoxia and the
expression of the genes activated in these conditions.
HIF-1 and VEGF are of the most important of these
genes (37). Deactivation of either HIF-1α (37), HIF-2α
(38) or HIF-1β (39) genes results in abnormal vascular
development and death in the mouse embryo. The
expression of HIF-1α on embryonic days 8.5 and 9.5
increases in the normal embryo of mice, while embryos
deficient in this gene (HIF-1α-/-) will die by embryonic
day 11 as a consequence of lack of blood vessel
formation, defective formation of the neural fold, and
cardiovascular malformation (37). Additionally, the rate
of cell proliferation and expression of hypoxia-inducible
genes in defective cells in the HIF-1α gene is decreased
compared to those of wild-type cells. Although
heterozygous mice carrying a single HIF-1α gene
develop normally, they display impaired physiological
responses facing chronic hypoxia (40). Regarding the
role of HIF-2α in embryonic development, targeted
inactivation of HIF-2α (HIF-2α-/-) results in different
and variable phenotypes in mice. Mouse embryos with
this defective gene die by embryonic day 16.5 as a result
of inadequate blood flow, impaired lung maturation, and
slow heart rate because of insufficient catecholamine
production (38). Embryos deficient in the gene (HIF-1β/) die by embryonic day 10.5, and defect in blood vessel

formation, defective angiogenesis of the yolk sac and
branchial arches, and stunted stopped development is
approved (39). Additionally, HIF-1β-/- cells cannot
activate genes that normally express in response to
hypoxia and low glucose concentration (39).
The role of HIF-1 in cancer
Overexpression of HIF-1α and HIF-2α was found in
various human cancers as a consequence of hypoxia or
genetic alterations (41). The cells in the center of the
tumor become hypoxic as its size increases. According
to studies, hypoxic conditions within tumors result in
increased
HIF-1
stability
and
activity.
Immunohistochemical analyses demonstrated detectable
levels of HIF-1α protein in benign tumors, elevated
levels in primary malignant tumors, and a remarkable
amount in tumor metastases (42). Hypoxia and the
activated pathway of HIF in tumor cells are important
stimuli for the growth of blood vessels and angiogenesis.
HIF-1α and HIF-2α themselves regulate the expression
of pro-angiogenic genes, including the VEGF, Ang-1,
Ang-2 and Tie-2 genes, many of which are used as
hypoxia biomarkers. Thus inhibiting this gene and
preventing its activity in transcribing other genes, can
prevent angiogenesis and, consequently, metastasis of
cancer cells. Recently, Testis Specific Gene, A10
(TSGA10) has been shown to inhibit the transcriptional
activity of HIF-1α by binding to the C-TAD domain in
this factor, and thereby inhibiting tumor angiogenesis
and metastasis; and that the increase in expression of
Tsga10 is associated with reduced transcriptional
activity in HIF-1α (43).
Generally, angiogenesis is a necessary and important
process in natural physiology, but when the balance
between the angiogenesis inducing and inhibiting factors
is lost, conditions are provided for the onset and
progression of many diseases, including cancer. This
process essentially consists of 10 consecutive steps, one
or several stages of which can be targeted by
angiogenesis inhibitors or stimulators. Due to its
importance in many physiological and pathological
processes, angiogenesis has been studied by researchers
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in a variety of in vitro models (44, 45), in order to
intervene with this process and ultimately to inhibit it by
various methods such as gene therapy and therapeutic
methods to improve the pathophysiological conditions,
especially cancer. So far, many strategies have been
defined and presented by scientists to interfere with
angiogenesis which has received the attention from
researchers and physicians. According to the above, one
of the target genes of the HIF-1α is VEGF, whose
expression and its associated R2 receptor by the HIF-1α
in the endothelium, trigger VEGF-associated autocrine
signaling pathways which are essential for survival,
proliferation, endothelial cells migration and vascular
formation by them (46).
Therefore, by inhibiting HIF-1α, VEGF, and even by
preventing endothelial cell function, it is possible to
prevent the spread of angiogenesis-related diseases.
Further explanations will follow regarding HIF
inhibition as an important treatment strategy. Due to the
dependence of angiogenesis on the activation of
endothelial cell proliferation, binding, migration, and
maturation, most approaches concerned with modifying
angiogenesis focus on the endothelial cell function
during angiogenesis. Many studies have been conducted
in Iran in about endothelial cell migration and binding
including the identification and study of a variety of
angiogenesis inhibitors such as anti-angiogenic peptide
in shark cartilage (47), anti-plasminogen monoclonal
antibody (48), kunitz trypsin inhibitor from soybean
(49), the study of the anti-angiogenesis properties and
mechanisms of the allium stipitatum (50, 51) and salvia
officinalis (52), as well as the study of the antiangiogenesis effect of green tea (53) and beeswax
extract (54).
The role of HIF-1 in ischemic diseases
The activation of HIF-1 function has been proven in
a wide range of physiological responses to ischemic,
hypoxic and inflammatory conditions, plus its important
role in response to tissue damage and organ damage. For
example, high levels of HIF-1α and VEGF have been
observed in the myocardium of patients with coronary
artery occlusion (55). Proper and effective vascular
changes after ischemic injury are dependent on the
expression of genes whose expression is activated by
HIF. Additionally, induction of HIF-1α, HIF-2α, and
their target genes was observed in rheumatoid arthritis,
retinal ischemia, heart ischemia, and wound healing (56,
57).
The role of HIF-1 in various pathological and
physiopathological processes, as well as its various
regulatory aspects, make this factor suitable for
therapeutic purposes. Today, inhibition of this factor is
one of the key strategies for cancer treatment. The
immunohistochemistry analyzes of HIF-1α expression in
cancerous tissues have provided important information
in diagnosis, according to which it is possible to
determine the necessary measures for treating the patient
(42). HIF-1 expression in tumor cells causes their
resistance to treatment by chemotherapy and
radiotherapy. Thus, inhibition of the pre or post
transcription level can prevent the progress of cancer.
The researchers carried out studies on these genes in
mice and showed that the use of the polypeptide
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corresponding to the C-TAD region related to HIF-1α
through competition with CREB binding protein
(CBP)/p300 to bind to this region decreased VEGF
expression and tumor growth in mice (58). Additionally,
many therapeutic compounds have been identified that
by targeting the HIF-1α signaling pathways can stop its
function and thereby inhibit angiogenesis (42). Recently,
it has been shown that some of these compounds act
directly or indirectly through the interaction with the
mTOR signalling cascade. mTOR is a serine/threonine
protein kinas, which acts in protein synthesis regulation,
cell growth and survival, and also in a positive and
negative feedback cycle with HIF-1α (59). Studies have
shown that phosphorylation of mTOR along with the
protein binding to p70S6K-BP(4E)4E1 as its
downstream factors increased the amount of this protein
in the cells through the stimulation of the translation of
HIF-1α. Then the binding of HIF-1α to HIF-1β leads to
the activation of the transcription of genes related to
growth factors and cytokines that activate the receptor
pathway of tyrosine kinase -phosphoinositide-3-kinase
(PI3K) - protein kinase B (Akt) and finally overactivity
of mTOR (60).
It has been also shown that HIF-1α deactivates
mTOR indirectly through stabilizing the protein
regulated in development and DNA damage response 1
(REDD1), the next binding of the transcript to tuberous
sclerosis 2 protein, and activating this protein by it (61).
Contrary to inhibition of HIF-1 activity in cancer
treatment, its increased activity can be effective in the
treatment of ischemic diseases (56, 57). Ischemic
diseases such as stroke and heart attack result from
localized hypoxia in the brain and myocardium,
respectively. Increased expression of VEGF by HIF-1α
and HIF-2α induces the formation of new blood vessels
in the target fragments of the brain and the heart
followed by an increased blood flow, oxygen and
ultimately harm reduction in response to ischemia (62).
Researchers have used polypeptides corresponding to
the N- and C-terminal of the ODDD domain for direct
induction of HIF-1. The polypeptide induces and
increases the amount of HIF-1 by preventing the
degradation of it by the VHL (63). In addition, the
inhibition of proline hydroxylase and asparaginyl are
other strategies for increasing the amount and activity of
HIF-1 (64).
Discussion and Conclusions
Hypoxia and HIF-1 play an important role in
physiological and pathological conditions through
effects on gene expression and hence on the cell biology
and physiology in mammals. According to studies on the
effect of these factors on angiogenesis, overexpression is
necessary for physiological conditions like embryonic
development or pathological conditions like ischemic
diseases. However, this overexpression in cancer, as one
of the most important pathological conditions associated
with hypoxia, will have adverse health effects (65).
Therefore, conducting more accurate surveys and studies
in the field of biology regarding HIF-1 pathway as one
of the important pathways involved in hypoxia and its
role in human diseases, such as cancer, can have
important and useful results in the treatment of this
disease.

J Kermanshah Univ Med Sci. 2017; 21(3)

(131)

References
1. Czyzyk-Krzeska MF. Molecular aspects of oxygen sensing in physiological adaptation to hypoxia. Respir Physiol.
1997;110(2):99-111.
2. Semenza GL. O2-regulated gene expression: transcriptional control of cardiorespiratory physiology by HIF-1. J Appl Physiol.
2004;96(3):1173-7.
3. Brahimi-Horn MC, Pouysségur J. Oxygen, a source of life and stress. FEBS Lett. 2007;581(19):3582-91.
4. Semenza GL. HIF-1 mediates metabolic responses to intratumoral hypoxia and oncogenic mutations. J Clin Invest.
2013;123(9):3664.
5. Mansouri K, Mostafaie A, Mohammadi Motlagh H. Angiogenesis and tumor. J kermanshah Univ Med Sci. 2011; 14(4): 305-315
6. Wouters BG, Koritzinsky M. Hypoxia signalling through mTOR and the unfolded protein response in cancer. Nat Rev Cancer.
2008;8(11):851-64.
7. Semenza GL. HIF-1: mediator of physiological and pathophysiological responses to hypoxia. J Appl Physiol. 2000;88(4):1474-80.
8. Wang GL, Semenza GL. Purification and characterization of hypoxia-inducible factor 1. J Biol Chem. 1995;270(3):1230-7.
9. Wang GL, Jiang B-H, Rue EA, Semenza GL. Hypoxia-inducible factor 1 is a basic-helix-loop-helix-PAS heterodimer regulated by
cellular O2 tension. Proc Natl Acad Sci USA. 1995;92(12):5510-4.
10. Yang- SC, Myung-SK, Jong-WP. Oxygen-Dependent and -Independent Regulation of HIF-1alpha. J Korean Med Sci 2002;17:
581-8.
11. Jiang B-H, Zheng JZ, Leung SW, Roe R, Semenza GL. Transactivation and inhibitory domains of hypoxia-inducible factor 1α
modulation of transcriptional activity by oxygen tension. J Biol Chem. 1997;272(31):19253-60.
12. Pugh CW, O'Rourke JF, Nagao M, Gleadle JM, Ratcliffe PJ. Activation of hypoxia-inducible factor-1; definition of regulatory
domains within the α subunit. J Biol Chem. 1997;272(17):11205-14.
13. Kallio PJ, Okamoto K ,O'Brien S, Carrero P, Makino Y, Tanaka H, et al. Signal transduction in hypoxic cells: inducible nuclear
translocation and recruitment of the CBP/p300 coactivator by the hypoxia-induciblefactor-1α. EMBO J. 1998;17(22):6573-86.
14. Huang LE, Gu J ,Schau M, Bunn HF. Regulation of hypoxia-inducible factor 1α is mediated by an O2-dependent degradation
domain via the ubiquitin-proteasome pathway. Proc Natl Acad Sci USA. 1998;95(14):7987-92.
15. Greer SN, Metcalf JL, Wang Y, Ohh M. The updated biology of hypoxia-inducible factor. EMBO J. 2012;31(11):2448-60.
16. Luo W, Semenza GL. Pyruvate kinase M2 regulates glucose metabolism by functioning as a coactivator for hypoxia-inducible
factor 1 in cancer cells. ONCOTARGET. 2011; 2(7):551-6.
17. Ito Y. Oncogenic potential of the RUNX gene family:‘overview’. Oncogene. 2004;23(24):4198-208.
18. YV L, JH B, H Z, R D, RN C, GL aS. RACK1competes with HSP90 for binding to HIF-1alpha and is required for O(2)independent and HSP90 inhibitor-induced degradation of HIF-1alpha. Mol Cell. 2007;25(2):207-17.
19. Koh MY, Darnay BG, Powis G. Hypoxia-associated factor, a novel E3-ubiquitin ligase, binds and ubiquitinates hypoxiainducible factor 1α, leading to its oxygen-independent degradation. Mol Cell Biol. 2008;28(23):7081-95.
20. Semenza GL, Nejfelt MK, Chi SM, Antonarakis SE. Hypoxia-inducible nuclear factors bind to an enhancer element located 3'to
the human erythropoietin gene. Proc Natl Acad Sci U S A. 1991;88(13):5680-4.
21. Bianchi L, Tacchini L, Cairo G. HIF-1-mediated activation of transferrin receptor gene transcription by iron chelation. Nucleic
Acids Res. 1999;27(21):4223-7.
22. Mukhopadhyay CK, Mazumder B, Fox PL. Role of hypoxia-inducible factor-1 in transcriptional activation of ceruloplasmin by
iron deficiency. J Biol Chem. 2000;275(28):21048-54.
23. Rolfs A, Kvietikova I, Gassmann M, Wenger RH. Oxygen-regulated transferrin expression is mediated by hypoxia-inducible
factor-1. J Biol Chem. 1997;272(32):20055-62.
24. Conway EM, Collen D, Carmeliet P. Molecular mechanisms of blood vessel growth. Cardiovasc Res. 2001;49(3):507-21.
25. Melillo G, Musso T, Sica A, Taylor LS, Cox GW, Varesio L. A hypoxia-responsive element mediates a novel pathway of
activation of the inducible nitric oxide synthase promoter. J Exp Med. 1995;182(6):1683-93.
26. Lee PJ, Jiang B-H, Chin BY, Iyer NV, Alam J, Semenza GL, et al. Hypoxia-inducible factor-1 mediates transcriptional activation
of the heme oxygenase-1 gene in response to hypoxia. J Biol Chem. 1997;272(9):5375-81.
27. Hu J, Discher DJ, Bishopric NH, Webster KA. Hypoxia regulates expression of the endothelin-1 gene through a proximal
hypoxia-inducible factor-1 binding site on the antisense strand. Biochem Biophys Res Commun. 1998;245(3):894-9.
28. Nguyen SV, Claycomb WC. Hypoxia regulates the expression of the adrenomedullin and HIF-1 genes in cultured HL-1
cardiomyocytes. Biochem Biophys Res Commun. 1999;265(2):382-6.
29. Seagroves TN, Ryan HE, Lu H, Wouters BG, Knapp M, Thibault P, et al. Transcription factor HIF-1 is a necessary mediator of
the pasteur effect in mammalian cells. Mol Cell Biol. 2001;21(10):3436-44.
30. Chen C, Pore N, Behrooz A, Ismail-Beigi F, Maity A. Regulation of glut1 mRNA by hypoxia-inducible factor-1 Interaction
between H-ras and hypoxia. J Biol Chem. 2001;276(12):9519-25.
31. Lu H, Forbes RA, Verma A. Hypoxia-inducible factor 1 activation by aerobic glycolysis implicates the Warburg effect in
carcinogenesis. J Biol Chem. 2002;277(26):23111-5.
32. Krishnamachary B, Berg-Dixon S, Kelly B, Agani F, Feldser D, Ferreira G, et al. Regulation of colon carcinoma cell invasion by
hypoxia-inducible factor 1. Cancer Res. 2003;63(5):1138-43.
33. Semenza GL. Targeting HIF-1 for cancer therapy. Nat Rev Cancer. 2003;3(10):721-32
34. P C, Dor Y, JM H, D F, K B, M D, et al. Role of HIF-1alpha in hypoxia-mediated apoptosis, cell proliferation and tumour
angiogenesis.Nature. 1998;394:485– 90.
35. McClintock DS, Santore MT, Lee VY, Brunelle J, Budinger GS, ZongW-X, et al. Bcl-2 family members and functional electron
transport chain regulate oxygen deprivation-induced cell death. Mol Cell Biol. 2002;22(1):94-104.
36. Schuler M, Green D. Mechanisms of p53-dependent apoptosis. Biochem Soc Trans. 2001;29(6):684-7.
37. Patterson AJ, Zhang L. Hypoxia and Fetal Heart Development. Curr Mol Med. 2010; 10(7): 653-666.
38. Peng J, Zhang L, Drysdale L, Fong G-H. The transcription factor EPAS-1/hypoxia-inducible factor 2α plays an important role in
vascular remodeling. . Proc Natl Acad Sci U S A. 2000;97(15):8386-91.
39. Maltepe E, Schmidt JV, Baunoch D, Bradfield CA, Simon MC .Abnormal angiogenesis and responses to glucose and oxygen
deprivation in mice lacking the protein ARNT. 1997; 386: 403 - 407.

(132)

Jahani & et al

40. Kline DD, Peng Y-J, Manalo DJ, Semenza GL, Prabhakar NR. Defective carotid body function and impaired ventilatory
responses to chronic hypoxia in mice partially deficient for hypoxia-inducible factor 1α. . Proc Natl Acad Sci U S A.
2002;99(2):821-6.
41. Talks KL, Turley H, Gatter KC, Maxwell PH, Pugh CW, Ratcliffe PJ, et al. The expression and distribution of the hypoxiainducible factors HIF-1α and HIF-2α in normal human tissues, cancers, and tumor-associated macrophages. Am J Pathol.
2000;157(2):411-21.
42. Harris AL. Hypoxia-a key regulatory factor in tumour growth. Nat Rev Cancer. 2002;2(1):38-47
43. Mansouri K, Mostafaei A, Rezazadeh D, Shahlaei M, Modarressi MH. New function of TSGA10 gene in angiogenesis and tumor
metastasis: a response to a challengeable paradox. Hum Mol Gen. 2015;25(2):233-44.
44. Mansouri K, Mirshahi M, Pourfathelah A, Hasan Z. Development of an experimental model of angiogenesis in 3-dimensional
fibrin matrix for screening of angiogenesis agents. J Kermanshah Univ Med Sci. 2005;9(3):27-35.
45. Mansouri K, Sheykh AA, Bahrami GR, Mostafaei A. Isolation of human umbilical vein endothelial cells and development of an
angiogenesis model in fibrin matrix. 2006;14(55): 17-22.
46. Tang N, Wang L, Esko J, Giordano FJ, Huang Y, Gerber H-P, et al. Loss of HIF-1α in endothelial cells disrupts a hypoxia-driven
VEGF autocrine loop necessary fortumorigenesis. Cancer Cell. 2004;6(5):485-95.
47. Hassan ZM, Feyzi R, Sheikhian A, Bargahi A, Mostafaie A, Mansouri K, et al. Low molecular weight fraction of shark cartilage
can modulate immune responses and abolish angiogenesis. Int Immunopharmacol. 2005;5(6):961-70.
48. Mansouri K, Mirshahi M, Pourfathollah A, Hassan Z, Taheripak R. Anti-plasminogen monoclonal antibody (MC2B8) inhibites
angiogenesis. Pak J Biol Sci. 2007;10(19):3450-3.
49. Shakiba Y, Mansouri K, Mostafaie A. Anti-angiogenic effect of soybean kunitz trypsin inhibitor on human umbilical vein
endothelial cells. FITOTERAPIA. 2007;78(7):587-9.
50. Mohammadi Motlagh H. The study of anti-angiogenic effects of shallot (Allium hirtifolium) extract and isolation of effective
fraction. MS c Thesis Tabriz: Azarbayjan Univ Tarbiat Moallem. 2008.
51. Motlagh HRM, Mansouri K, Shakiba Y, Keshavarz M, Khodarahmi R, Siami A, et al. Anti-angiogenic effect of aqueous extract
of shallot (Allium ascalonicum) bulbs in rat aorta ring model. Yakhteh. 2009;11(2):190-5.
52. Keshevarz M. The study of anti-angiogenic effect of Salvia officinalis on human umbilical vein endothelial cells. MSc Thesis
Kermanshah: Razi University. 2009.
53. Shakiba Y, Mostafaie A. Inhibition of corneal neovascularization with a nutrient mixture containing Lysine, Proline, ascorbic
acid, and green tea extract. ARCH MED RES. 2007;38(7):789-91.
54. Keshavarz M, Mostafaie A, Mansouri K, Shakiba Y, Motlagh HRM. Inhibition of corneal neovascularization with propolis
extract. ARCH MED RES. 2009;40(1):59-61.
55. Lee SH, Wolf PL, Escudero R, Deutsch R, Jamieson SW, Thistlethwaite PA. Early expression of angiogenesis factors in acute
myocardial ischemia and infarction. N Engl J Med. 2000;342(9):626-33.
56. Elson DA, Ryan HE, Snow JW, Johnson R, Arbeit JM. Coordinate up-regulation of hypoxia inducible factor (HIF)-1α and HIF-1
target genes during multi-stage epidermal carcinogenesis and wound healing. Cancer Res. 2000;60(21):6189-95.
57. Shi H. Hypoxia Inducible Factor 1 as a Therapeutic target in ischemic stroke. Curr Med Chem. 2009 ; 16(34): 4593.
58. Kung AL, Wang S, Klco JM, Kaelin WG, Livingston DM. Suppression of tumor growth through disruption of hypoxia-inducible
transcription. Nature Med. 2000;6(12):1335-40.
59. Demidenko ZN, Blagosklonny MV. The purpose of the HIF-1/PHD feedback loop: to limit mTOR-induced HIF-1α. Cell Cycle.
2011;10(10):1557-62.
60. Finlay DK, Rosenzweig E, Sinclair LV, Feijoo-Carnero C, Hukelmann JL, Rolf J, et al. PDK1 regulation of mTOR and hypoxiainducible factor 1 integrate metabolism and migration of CD8+ T cells. J Exp Med. 2012;209(13):2441-53.
61. Kucejova B, Peña-Llopis S, Yamasaki T, Sivanand S, Tran TAT, Alexander S, et al. Interplay between pVHL and mTORC1
pathways in clear-cell renal cell carcinoma. Molecular Cancer Res. 2011;9(9):1255-65.
62. Semenza GL. Hypoxia-inducible factor 1: master regulator of O 2 homeostasis. Curr Opin Genet Dev. 1998;8(5):588-94.
63. Maranchie JK, Vasselli JR, Riss J ,Bonifacino JS, Linehan WM, Klausner RD. The contribution of VHL substrate binding and
HIF1-α to the phenotype of VHL loss in renal cell carcinoma. Cancer Cell. 2002;1(3):247-55.
64. Ivan M, Haberberger T, Gervasi DC, Michelson KS, Günzler V, Kondo K, etal. Biochemical purification and pharmacological
inhibition of a mammalian prolyl hydroxylase acting on hypoxia-inducible factor. Proc Natl Acad Sci U S A. 2002;
99(21):13459-64.
65. Jahani M, Modaressi MH, Mansouri K. Hypoxia inducible factor: It’s role in angiogenesis and tumor. Tehran Univ Med J.
2016;73(11):757-66.

